In the title compound, C 19 H 24 N 2 O 2 , a di-Mannich base derived from 2-methylphenol and 1, 3,6,8-tetraazatricyclo[4.4.1.1 3,8 ]dodecane, the imidazolidine ring adopts a twist conformation, with a twist about the ring N-C bond [C-N-C-C torsion angle = À44. 34 (14) ]. The two 2-hydroxy-3methylbenzyl groups are located in trans positions with respect to the imidazolidine fragment. The structure displays two intramolecular O-HÁ Á ÁN hydrogen bonds, which each form an S(6) ring motif. In the crystal, the molecules are linked by weak C-HÁ Á ÁO interactions with a bifurcated acceptor, forming a three-dimensional network.
Related literature
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The title molecule with the atom-numbering scheme is shown in Fig 1. The 2-hydroxy-3-methylbenzyl substituents are arranged in trans configuration with respect to the imidazolidine ring. The imidazolidine ring adopts a twist conformation, with a C1-N1-C2-C3 torsion angle equal to -44.34 (14)° (Cremer & Pople, 1975) .
The structure of the title compound shows the presence of two intramolecular O-H···N hydrogen bonds. These bond take part in the S(6) graph set motifs (Bernstein et al., 1995) . These motifs occur in the related 2,2′-[imidazolidine-1,3diylbis(methylene)]diphenol compounds (Rivera et al. 2011 (Rivera et al. , 2012a (Rivera et al. , b, c, 2013 , too. The two intramolecular hydrogen bonds are different in their length (Table 1) , although both nitrogen atoms are connected to the same atomic species. In the crystal, the molecules are linked to each other by weak C-H···O interactions (Desiraju & Steiner, 1999) C5- 
S2. Experimental
For the original synthesis of the title compound, see Rivera et al. (1993) . Single crystals in the form of needles that were shorter than 1 mm were obtained by slow evaporation of 0.01 M ethanol solution at room temperature. Melting point: 403-404 K.
S3. Refinement
All the H atoms were located in the difference electron density map. The hydroxyl H atoms were refined freely, however, the H atoms bonded to C atoms were situated into the idealized positions and refined using a riding model approximation.
The applied constraints were as follows: C methylene -H = 0.99Å, C methyl -H = 0.98Å and C aryl -H = 0.95Å. U iso (H aryl/methylene ) = 1.2U eq (C aryl/methylene ) except for U iso (H methyl ) = 1.5U eq (C methyl ). The methyl groups were allowed to rotate during the refinement by application of the command AFIX 137 (SHELXL97 (Sheldrick, 2008)).
supporting information sup-2
Acta Cryst. (2014). E70, o243
Figure 1
The title molecule with the atom-numbering scheme·The displacement ellipsoids are shown at the 50% probability level.
The hydrogen bonds are drawn as dashed lines. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
6,6′-Dimethyl-2,2′-[imidazolidine-1,3-diylbis(methylene)]diphenol

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.52432 (9) 0.10588 (7) (7) 0.0427 (9) 0.0262 (7) −0.0025 (6) 0.0111 (6) −0.0060 (6) C3 0.0414 (8) 0.0431 (9) 0.0312 (7) −0.0104 (7) 0.0128 (6) −0.0131 (6) C4 0.0300 (7) 0.0311 (7) 0.0329 (7) 0.0001 (6) 0.0130 (6) 0.0059 (6) C5 0.0308 (7) 0.0277 (7) 0.0350 (8) −0.0012 (6) 0.0090 (6) −0.0020 (6) C11 0.0241 (6) 0.0285 (7) 0.0354 (7) −0.0028 (5) 0.0141 (6) 0.0021 (6) C12 0.0257 (6) 0.0264 (7) 0.0345 (7) −0.0014 (5) 0.0142 (6) 0.0003 (6) C13 0.0252 (7) 0.0340 (8) 0.0361 (7) −0.0024 (6) 0.0126 (6) 0.0007 (6) C14 0.0295 (7) 0.0380 (9) 0.0443 (9) −0.0083 (6) 0.0076 (6) −0.0062 (7) C15 0.0374 (8) 0.0278 (8) 0.0600 (10) −0.0073 (6) 0.0119 (7) −0.0095 (7) C16 0.0311 (7) 0.0254 (7) 0.0507 (9) −0.0015 (6) 0.0130 (6) 0.0026 (6) C17 0.0380 (8) 0.0424 (9) 0.0385 (8) 0.0014 (7) 0.0055 (7) 0.0039 (7) C21 0.0269 (6) 0.0237 (7) 0.0297 (7) −0.0060 (5) 0.0068 (5) −0.0015 (5) C22 0.0260 (6) 0.0247 (7) 0.0261 (6) −0.0073 (5) 0.0057 (5) 0.0007 (5) C23 0.0292 (7) 0.0281 (7) 0.0316 (7) −0.0076 (5) 0.0095 (6) −0.0041 (5) (7) −0.0064 (7) 0.0053 (6) 0.0045 (6) C26 0.0333 (7) 0.0275 (7) 0.0333 (7) −0.0018 (6) 0.0031 (6) 0.0028 (6) C27 0.0373 (8) 0.0414 (9) 0.0400 (8) 0.0013 (7) 0.0140 (7) −0.0039 (7) Geometric parameters (Å, º) C11-C12-C13-C14 −0.8 (2) C22-C21-C26-C25 1.0 (2) O1-C12-C13-C17 −2.0 (2) C5-C21-C26-C25 −174.60 (13) C11-C12-C13-C17 176.75 (13) Hydrogen-bond geometry (Å, º) 
